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A Corrigendum on
Identification of the CFTR c.1666A>G Mutation in Hereditary Inclusion Body Myopathy
Using Next-Generation Sequencing Analysis
by Lu, Y., Da, Y.-W., Zhang, Y.-B., Li, X.-G., Wang, M., Di, L., et al. (2018). Front. Neurosci. 12:329.
doi: 10.3389/fnins.2018.00329
An error was found in the first and second sentence of the original article’s abstract.
It had originally been published as:
Hereditary inclusion body myopathy (HIBM) is a rare autosomal recessive adult onset muscle
disease which affects one to three individuals per million worldwide. This disease is autosomal
dominant and occurs in adulthood.
The corrected sentences should read:
Hereditary Inclusion Body Myopathy (HIBM) is a rare autosomal dominant or recessive adult
onset muscle disease which affects one to three individuals per million worldwide. This disease is
autosomal dominant or recessive and occurs in adulthood.
The authors apologize for this error and state that this does not change the scientific conclusions
of the article in any way.
The original article has been updated.
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